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In the Sp ecificafinn- 

Please amend the specification as follows: 

wm, JIT rep,ace paragraph be8innin8 at ^ line 30 <*"»*« «- 

_jvrththe following re-written paragraph: 



<.f rde r* ,s a , of regions ° f h °™ l °S^^^^ 

ofRDE-1 and fourrelated proteins. The sequences are RDE- , (C e/^ ; Oenbank 
N* ZB66,, (SEQ ,D NO:9), e,F2C (rabbi,; Genoa* Accession No. AF005355) (SEQ 

idena.es among ,he homo,o 8s a re shaded in gray 



Please replace the paraph beginning a, page 9, line 6, with the foliowing re- 

.written paragraph: 



. **" ' ' iS «^gions of homology between the predicted rde-4 
ammo acid seo^nce (SEQ ,D NO:i4,, X1RBPA (SEQ ,D NO:! ,), HsPKR (SEQ ,D 
Nft 1 ), and a consensus sequence (SEQ ,D NO:8). A predicted seconder structure for 
RDE-4 ,s also shown illustrating predicted re,,W rf . ^ g „ leate) ^ 

Please replace the paragraph beginning a, page 47, line 14, with the following re - 
written paragraph: 8 

SEolToT, ; '° ^ ^ Protei " S - ^ ° f ^ ta »*" » X1RBPA 
J ^ h k!q7 ss P rot: ' 0CUS -TRBP_XENLA, accession Q°1836;Eckmannand 

^ ' JCe " Bi01 - 138:239 - 253 >» d ™,SEQ ID NO :12: AAF,3,5,,.Xu 
(SEQ ,D NO.8) are shown in Fig . , ,. ^ regions have ^ 

d21tT? ro,efa coirespondi " 8 ,o m re8ions fo - d * - * «* 

dsRNA btndmg domain famil, These regions appear to be important for pro p er fo , ding 
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of the dsRNA binding domain. Conserved amino acid residues, important for 
interactions with the backbone of the dsRNA helix, are found in all members of the 
protem family including RDE-4 (see consensus residues in Figure 1 1). This motif is 

(VoQO: A ° U ^ tt0prOVidef0r8enerdnon - se q u ^^^ The 
^ < RDE-4 protein contains conserved protein folds that are thought to be important for the 
assembly of the dsRNA binding domain in this family of proteins. Conserved amino acid 
rescues in RDE-4 are identical to those that form contacts with the dsRNA in the crystal 
structure of the X1RBP dsRNA complex. These findings strongly suggest that RDE-4 is 
likely to have dsRNA binding activity. 



